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, .

II.

2.1 .

 (  )

 ( , 1989 ).

-

,

. -

,

.

 10 5  1 .

 2  –  – .

.

: S.aureus,  MRSA, S.epidermidis, Enterococcus spp,

:

 Enterobacteriaceae – E.coli, Enterobacter spp., Klebsiella spp.,

Citrobacter spp., Proteus spp.,  –

P.aeruginosa, Acinetobacter spp.  100,  10 

.

:
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-  10 

,

,

-  11-15 

.

-  15-25 

-  25 

.

 1.

, ,

.

, . ,

 (MRSA),

.

 1

)

, .

 -

S. epidermidis n=10 36,5 ± 0,16 41,8 ± 0,29

S. aureus n=10 34,8 ± 0,87 41,5 ± 0,56

Enterococcus spp. n=10 25,9 ± 0,31 25,9 ± 0,23

E.coli n=10 21,2 ± 0,29 35,8 ± 1,5

P. aeruginosa n=10 17,1 ± 0,43 21,2 ± 0,97

Acinetobacter spp. n=10 19,3 ± 1,06 22,7 ± 0,97

Citrobacter spp. n=10 23,5 ± 0,73 25,2 ± 0,51

Proteus spp. n=10 17,9 ± 2,3 21,3 ± 2,64

Enterobacter spp. n=10 20,2 ± 1,05 22,7 ± 0,42

Klebsiella spp.  n=10 20,8 ± 0,42 25,4 ± 0,42



8

 Enterococcus   E.feacalis  E.feacium, 

.

,

.

.

,  E.coli  Klebsiella spp. 30%

.

,

, .

,

 50% , .

, . ,

.

, ,

, .
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 24  10 

.
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 30  100 .
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  80 .
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,  1 

.

 9  10 

,

, .

 3.

 4.

 -

( )

n-9

n=9 n=19 n -19

 39 0 0 0 0

 -  39 0 0 0 1

 -  38 2 3 2

 - 7 9 16 16

 - 9 0 16 2

 - 0 9 3 17

 - 1

 - 8 2 8 1

 - 0 7 0 18

0 0 0 0

0 0 0 0

9 4 1

. 0 15 17

3 0

9 1 15 0

0 8 1 19

- 7 1 4 0

- 2 8 15 19

 - 0 0 0 0

  - 9 9 19 19

 - 1 0 0 0

 - 8 9 19 19

 - 1 0 0

 - 9 9 19 19

4 2 7 0

. 0 1 12 0

5 8 0 19

. 9 2 19 0

0 7 0 19
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  28 , ,

.  9 

,

, , .

.

, . -

.

-

, - .

,

 94,7%, ,

 -77,8%.

3.1 .

 19  9  – .

 4  5.

 5

,

  ( )
N

(N

)

1(19) P. aeruginosa 10 3 P. aeruginosa 10 3    (10 )

2(20) Kl. Pneumoniae,   -    10 3  (13 ))

3(21)  (7  )

4(24) S.aureus  1016  (7  )

5(25) S.aureus, Candida alb.  104 S.aureus 101   (10 )

6(26) S.aureus, Enterobacter sp.,

 Citrobacter fr.  104 S.aureus, Citrobacter fr. 101 (12 )

7(27) S. epidermidis  + Ps. aeruginosa 10 6

Ps. aeruginosa  102  (10 )

8(29) S.aureus  105 S. epidermidis + Enterobacter sp. 101

( 9  )

9(30) S.aureus  105 S.aureus  103   (6 )
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 6

,

 -

  ( )

N

(N

)

1(06) S.aureus   + Ps..fluorescenc 10
5

  (10 )

2(16) P. aeruginosa   10
3

S. epidermidis  10
1
(10 )

3(18)  (13  )

4(22) S.aureus  10
6

 (7  )

5(09) P. aeruginosa   + Enterococcus

faecium  10
3 P. aeruginosa   10

1
  (10 )

6(01) S.aureus  10
6

Corynobacterium 10
1
(8 )

7(14) S. epidermidis  + Acinetobacter 10
3

S.aureus  10
2
 (8 )

8(15) P. aeruginosa + Ps.fluorescens  10
4

P. aeruginosa + Ps.fluorescens

+ S. epidermidis  10
1
  ( 8  )

9(08) S.aureus  10
5

S.aureus  10
1
 ( 8 )

10(05) S.aureus  +M. morganii +

Enterobacter sp. 10
7

S.aureus  +Ps.aeruginosa+Enterobacter sp.10
3

(13 )

11(04) S. aureus + Ps.fluorescens 10
3

Ps. euginosa 10
1
 ( 8 )

12(12) S.aureus  10
4

S.aureus  10
1
(14 )

13( 07) S.aureus   10
4

S.aureus  10
4

 (10 )

14

(10)

S. aureus + Ps.aeruginosa 10
4

S. aureus 10
2
  (13 )

15(02) S.aureus  10
4
 + Candida sp. 10

5
S.aureus  10

4
  + Acinetobacter sp. 10

3

( 12 )

16(17) S.aureus  10
3

S.aureus  10
3
(7 )

17(17) S. aureus + Ps.aeruginosa

P.melaninogenica 10
6

S. epidermidis 10
1

( 9 )

18(23) P. aeruginosa + Enterococcus faecium

+ B. fragilis 10
6

P. aeruginosa + Enterobacter sp.10
5

(13 )

19(11) P. aeruginosa   10
6

Ps.fluorescens 10
1
     ( 13 c )

 4,5,  2 

.

 2 

, .

,

 89,5%,  –

77,8%.
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